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Born in Tel Aviv in 1973, Prof. Segal was awarded a B.Sc. in Computer Science summa cum 
laude in 1998, from Tel-Aviv University, and a Ph.D. in Computer Science and Genetics in 
2004, from Stanford University. Three of his thesis publications received the best paper 
and best student paper awards at leading international bioinformatics conferences. In 
2005, after an independent postdoctoral research position at Rockefeller University, New 
York, Prof. Segal joined the Department of Computer Science and Applied Mathematics at 
the Weizmann Institute of Science.  
 
Research in Prof. Segal’s group focuses on understanding how biological information is 
encoded in DNA sequence, and how sequence variation among human individuals 
generates their observed phenotypic diversity. The main focus is on regulation of gene 
activity levels. His long-term goal is to develop quantitative and mechanistic models for 
gene regulation that integrate the involved molecular components. These models are 
aimed at explaining how proteins bind DNA, and how the resulting binding events drive 
complex cellular behavior. Prof. Segal employs several experimental methods to measure 
DNA binding events and gene activity levels on a genome-wide scale, at high temporal 
resolution, across single cells and cell populations, and on both native and synthetically 
designed DNA sequences. He then uses these measurements to refine the models, to 
distinguish between different molecular mechanisms, and to generate new testable 
hypotheses. Ultimately, the ability to accurately predict gene activity levels from DNA 
sequence should allow him to predict the effect that sequence variation among individuals 
has on gene activity and more complex phenotypes and disease. 
 
Prof. Segal’s group has extensive experience in computational biology, development of 
probabilistic models, and analysis of heterogeneous high-throughput genomic data from 
various technologies such as next-generation sequencing. His lab is well equipped with 
liquid handling robots and advanced microscopy systems on the experimental side, and 
with state of the art large-scale compute clusters on the computational side. 
 
Prof. Segal received several awards for his work, including the 2007 EMBO young 
investigator award, and the 2007 Overton prize by the International Society for 
Bioinformatics (ISCB), an award that is given to one scientist a year, in the early to mid 
career stage, for outstanding accomplishments in the field of computational biology. He 
published more than 80 research articles in international, peer-reviewed journals, of 
which more than 20 appeared in Science, Cell, or Nature (and its sub-journals). One of his 
papers in Nature was ranked #6 in the category of Molecular Biology and #9 in the 
category of Bioinformatics and Computational Biology in the all-time rankings of the 
Faculty of 1000 website published in January 2013, when a total of >100,000 papers were 
ranked by the website. Prof. Segal was recently selected as a member of the young Israeli 
academy of science. 
 
Prof. Segal lives in Israel with his wife, Keren, and their three children. 
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